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Neutron energy spectrum on the ISS, measured spectra 
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The LANCE neutron energy spectrum 
is similar over a wide energy range to 
expected spectrum inside the 
International Space Station (ISS).
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Induction of interchromosome exchanges (A) and 
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The dose responses for interchromosomal exchanges were linear in all four exposures. 
However, the dose response for intrachromosomal exchanges  were none linear. Increasing 
dose of high dose rate exposure (Fe-ions or γ-rays) increase the fraction of cells with 
intrachromosome aberrations, whereas increasing dose of  low dose rate exposure (neutrons 
or γ-rays) does not affect the fraction of cells with intrachromosome aberrations. 
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Conclusions
• Low- and high-LET radiations produced distinct breakpoint distributions.
• The difference of the breakpoint distributions between low- and high-LET only 
appeared in break ends involved in interchromosome exchanges.
• The breakpoint distributions for break ends participating in intrachromosome 
exchanges were similar.
• Gene-rich regions do not necessarily have more chromosome breaks. 
• High-LET appeared to produce long live (data not shown) or longer live 
breaks that can migrate a longer distance before rejoining with other breaks.
• Domains occupied by different segments of the chromosomes may be 
responsible for the breakpoint distribution.
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